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3 <110> APPLICANT: Fredeking, Terry M. 

4 Ignatyev, George M. 

6 <120> TITLE OF INVENTION: COMPOSITIONS AND METHODS FOR TREATING HEMORRHAGIC VIRUS 

7 . INFECTIONS AND OTHER DISORDERS 
9 <130> FILE REFERENCE: 24881- 301D 

11 <140> CURRENT APPLICATION NUMBER: US/10/038 , 557A 
C--> 12 <141> CURRENT FILING DATE: 2002-06-05 

14 <150> PRIOR APPLICATION NUMBER: 09/840,707 

15 <151> PRIOR FILING DATE: 2001-04-23 - 

17 <150> PRIOR APPLICATION NUMBER: 09/562,979 

18 <151> PRIOR FILING DATE: 2000-04-27 

20 <150> PRIOR APPLICATION NUMBER: 60/198,210 

21 <151> PRIOR FILING DATE: 1999-04-27 
23 <160> NUMBER OF SEQ ID NOS : 26 

25 <170> SOFTWARE: Patentln Ver, 2.0 

27 <210> SEQ ID NO: 1 

28 <211> LENGTH: 271 . ■■ - 

29 <212> TYPE: PRT 

30 <213> ORGANISM: Homo sapiens 

32 <220> FEATURE: 

33 <223> OTHER INFORMATION: Recombinant Interleukin 1-alpha 

35 <300> PUBLICATION INFORMATION: 

36 <308> DATABASE ACCESSION NO: AAA59134/GenBank 
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93 <210> SEQ ID NO: 2 

94 <211> LENGTH : 269 

95 <212> TYPE: PRT 

96 <213> ORGANISM: Homo sapiens 

98 <220> FEATURE: 

99 <223> OTHER INFORMATION: Interleukin- 1 beta (catabolin) 

101 <300> PUBLICATION INFORMATION: 

102 <308> DATABASE ACCESSION NO: P01584/Genbank 

103 <309> DATABASE ENTRY DATE: 1986-07-21 
105 <400> SEQUENCE: 2 
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<210> SEQ ID 


NO: 


3 
























160 


<211> LENGTH 
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<212> TYPE: PRT 
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<213> ORGANISM: Homo sapiens 
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<220> FEATURE: 
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Interleukin- 


-1 receptor, 


Type I precursor 


167 


<300> PUBLICATION INFORMATION: 
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281 <211> LENGTH: 398 

282 <212> TYPE: PRT 

283 <213> ORGANISM: Homo sapiens 
285 <220> FEATURE: 
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286 <223> OTHER INFORMATION: Interleukin- 1 receptor, Type II precursor 

288 <300> PUBLICATION INFORMATION: 

289 <308> DATABASE ACCESSION NO: P27930/GenBank 

290 <309> DATABASE ENTRY DATE: 1993-08-01 
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